Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.037; wR factor = 0.105; data-to-parameter ratio = 11.9.
The title compound, C 10 H 8 ClNO, is almost planar (r.m.s. deviation for the 13 non-H atoms = 0.023 Å ). In the crystal, inversion dimers linked by pairs of N-HÁ Á ÁO hydrogen bonds generate R 2 2 (8) rings. Weak aromaticstacking interactions [centroid-centroid distance = 3.7622 (12) Å ] also occur.
Related literature
For the biological activity of quinoline, see: Michael et al. (1996) . For the synthesis, see: Hodgkinson & Staskun (1969) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . For a related structure, see: Vasuki et al. (2001) . For bond-length data, see: Allen et al. (1987) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Symmetry code: (i) Àx þ 2; Ày þ 1; Àz þ 1.
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 For the previous reports of the chemistry and the biological activity of quinolines, see Michael et al. (1996) .
In the title compound ( Fig. 1 ), the quinoline ring (N1/C1-C9) is essentially planar with a maximum deviation of 0.012
(2) Å at atom C1. The bond lengths (Allen et al., 1987) and angles are within normal ranges are comparable to the related structure (Vasuki et al., 2001) .
In the crystal structure ( Fig. 2) , the adjacent molecules are linked via pair of N1-H1···O1 (Table 1) hydrogen bonds, forming dimers with an R 2 2 (8) ring motif (Bernstein et al., 1995) . The crystal structure is further stabilized by weak π-π interactions between the benzene ring (Cg1; C4-C9) and quinoline ring (Cg2; N1/C1-C9). [Cg1···Cg2 = 3.7622 (12) Å; 1+x, y, z].
This compound was prepared according to the reported method (Hodgkinson & Staskun, 1969) . Colorless needles of the title compound were grown from a mixed solution of EtOH/DMF (V/V = 2/1) by slow evaporation at room temperature.
Refinement
Atom H1 was located from the difference map and was fixed at their found positions with U iso (H) = 1.2 U eq (N) [N-H = 0.9256 Å]. The remaining H atoms were positioned geometrically and refined using a riding model with U iso (H) = 1.2 or 1.5U eq (C) (C-H = 0.93 and 0.96 Å). A rotating group model was applied to the methyl group.
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009 ); program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009 The crystal packing of the title compound, viewed along the b axis. H atoms not involved in the intermolecular interactions (dashed lines) have been omitted for clarity. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
3-Chloro-4-methylquinolin-2(1H)-one
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) −0.0027 (7) N1 0.0548 (10) 0.0398 (9) 0.0339 (9) 0.0011 (7) 0.0134 (7) −0.0035 (7) C1 0.0486 (11) 0.0363 (10) 0.0412 (10) −0.0011 (8) 0.0129 (8) −0.0036 (8) C2 0.0443 (10) 0.0376 (10) 0.0351 (10) −0.0038 (7) 0.0104 (7) 0.0000 (8) C3 0.0386 (10) 0.0392 (10) 0.0349 (10) −0.0065 (7) 0.0105 (7) −0.0042 (8) C4 0.0369 (10) 0.0363 (10) 0.0382 (10) −0.0046 (7) 0.0090 (7) −0.0041 (8) C5 0.0451 (11) 0.0415 (11) 0.0474 (12) −0.0002 (8) 0.0086 (8) −0.0062 (9) C6 0.0528 (12) 0.0430 (11) 0.0610 (14) 0.0065 (9) 0.0046 (10) 0.0014 (10) C7 0.0574 (13) 0.0547 (14) 0.0506 (13) 0.0009 (10) 0.0014 (10) 0.0121 (10) C8 0.0559 (12) 0.0498 (12) 0.0374 (11) −0.0005 (9) 0.0084 (8) 0.0017 (9) C9 0.0395 (10) 0.0389 (10) 0.0380 (10) −0.0045 (7) 0.0096 (7) −0.0026 (8) C10 0.0551 (12) 0.0491 (12) 0.0380 (10) 0.0024 (9) 0.0128 (8) −0.0080 (9) Geometric parameters (Å, º) 
